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O Adult ALL panel O Pediatric ALL panel O AML panel O Multiple Myeloma panel (1) O Multiple Myeloma complete panel O Eosinophilia panel O CLL panel

O Myeloproliferative panel

[0 MDS panel

[0 Her2-Neu amplification

0 1p/19q Co-Deletion

[0 ALK-EML4 rearrangement

[0 ROS1 rearrangement

[ Double-hit lymphoma

O Triple-hit lymphoma

[0 PML/RARA rearrangement t(15;17)

[0 TEL/AML rearrangement t(12;21)

[J FGFR3/IGH rearrangement t(4;14)

[ IGH/MAF rearrangement t(14;16)

[J IGH/MAFB rearrangement t(14;20)

[J IGH/BCL2 rearangement (14;18)

0 BCR/ABLT 1(9;22)

O MYC rearrangement (8q24)

0 CCND1/IGH  t(11;14)

O RUNX1T1/RUNX1 1(8;21)

[J FGFR1 rearrangement (8p11)

O PDGFRA-FIP1LT-CHIC2 (4q12)

[J PDGFRB rearrangement (5q32)

[ Deletion/loss 17p

0 ATM deletion/loss (11q22)

[ Deletion/loss 13q

O N-myc amplification

[0 EWSR1 Screening for t(V;11)

O EGFR amplification

0 CDKN2A/B (9p21)

J9Kgo B ldlojT

O RT-PCR (4-11)

O RT-PCR (1221)

O RT-PCR (1-19)

O RT-PCR (821)

O RT-PCR (922) (P190KD) (a4

O] RT-PCR (922) (P210KD) (,a.S

O RT-PCR (922) (P230KD) (4.5

O RT-PCR (9-22) (P190) (oS

O RT-PCR (922) (P210) oS

[0 RT-PCR (9-22) (P190-P210-P230) (,uS

O RT-PCR (1517) PML-RARa (4.S

[ RT-PCR (1517) PML-RARa (,0S

O RT-PCR inv (16)

O AML RT-PCR Panel

O ALL RT-PCR Panel

O JAK2 gene v617F Mutation

0O JAK2 Exon 12

[0 BRAF Mutation

[ CALR Mutation

O CKIT Mutation

[0 EGFR Mutations

O FLT-3 Mutation [J FAP (APC gene mutation analysis) [J IDH1 Common Somatic Mutation [ IDH2 Common Somatic Mutation O Imatinib Resistance O K-RAS Mutations O N-RAS Mutations %‘
O MLPA-CLL panel O MLPA-MGMT O MLPA-BRCA1&2 0O MPL-Mutation O Microsatellite instability (MSI) 0O NPM-1 Mutation OO0 PDGFRa-Tissue é
O RET Common Somatic Mutation O TERT Somatic Mutation O TP53 Common Somatic Mutation O ASXL1 common Somatic Mutation O ATRX Common Somatic Mutation [ CEBPA Common Somatic Mutation O CDH1 Mutations (HDGC) %—
[ DPYD (5-FU) [0 H3F3A Common Somatic Mutation O Irinotecan Toxicity [0 SRSF2 Common Somatic Mutation [0 SF3B1 Somatic Mutation [0 POLE Common Somatic Mutation [0 U2AF1 Somatic Mutation E‘
[0 ESR1 Mutation
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CONGS — BRCA1 & BRCAZ2 plus Del/Dup (Germline) CONGS — BRCA1 & BRCAZ2 plus Del/Dup (Somatic) ONGS - Hereditary Comprehensive Cancer panel (123 cenes) O NGS - Hereditary Cancer panel (37 cenes)
ONGS — MultiCancer with CNV panel O Cancer Precision for Tumor Profiling ONGS - Onco Myeloid Panel 0 Oncotype DX
IHC (bgy a3 SaiwgiSgyy sloyS)lo (awy s
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